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oABSTRACT O

In the current research study we explain the role of the human microbiome
in the development of diseases.through many studies, and depending on the
different organs in the body, the microbiome includes group of microorganisms
such as ( bacteria, yeasts, and viruses), which are found in organs of the
human body (mouth, intestines, skin, lung, vagina, ...).

The composition of the microbiome varies according to body system, and
the gut microbiome is the most important in maintaining health. The gut
microbiome performs many functions, such as fermenting food, protecting
against pathogens, stimulating the immune response, and producing vitamins.

Microbial imbalance can lead to disruption in body functions and
diseases, and the role of changes in the composition of the microbiome in
various body systems in the development of disease, as increasing evidence
confirms the association of the microbiome with the development of
cardiovascular diseases, cancer, respiratory diseases, diabetes, and inflammatory
bowel disease, brain disorders, chronic kidney disease, and liver disease.
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